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INVITED TALKS

* "scENCORE, a computationally method to reconstruct chromatin compartments from the more affordable

and widely accessible single-cell epigenetic data."
13th Annual Symposium, Southern California Systems Biology

May 2024

* "iHerd, a hierarchical graph representation learning method for identifying key driver genes by analyzing

gene network changes across different conditions.”
2023 SCORCH Consortium Meeting
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